Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.039; wR factor = 0.105; data-to-parameter ratio = 16.7.
The complete molecule of the title complex, [Cu 2 (C 13 H 19 N 2 O 2 ) 2 (N 3 ) 2 ], is generated by the application of a centre of inversion. The central Cu 2 N 2 core is a rhombus as the 2 -azide ligands bridge in an asymmetric fashion. Each Cu II atom is also coordinated by a monoanionic tridentate Schiff base ligand via the anticipated oxide O, imine N and amine N atoms. The resulting N 4 O coordination geometry is based on a square pyramid. No specific intermolecular interactions are noted in the crystal packing, but the amine H atoms form intramolecular N-HÁ Á ÁO(oxide)/N(azide) hydrogen bonds.
Related literature
For background to azido derivatives of tridentate Schiff base copper(II) structures, see: Adhikary & Koner (2010) . For a related structure, see: Ghaemi et al. (2012) . For additional structural analysis, see: Addison et al. (1984) .
Experimental
Crystal data [Cu 2 (C 13 Table 1 Selected bond lengths (Å ). 
Table 2
Hydrogen-bond geometry (Å , ). (Adhikary & Koner, 2010) . Recently, the crystal structure of a related Ni II complex was described in which the Schiff base ligand was shown to coordinate in two distinct modes,
i.e. a tridentate mode towards one Ni II atom and in a pentadentate mode, bridging two Ni II atoms (Ghaemi et al., 2012) .
In the centrosymmetric binuclear complex (I), Fig. 1 , the Cu II atoms are bridged by one end of each of two µ 2 -azido ligands to generate an Ni 2 N 2 core with the shape of a rhombus as the bridge is asymmetric, Table 1 . The coordination geometry for the Cu II atom is completed by the oxido-O, imine-O and amino-N donor atoms derived from a tridentate uninegative Schiff base ligand. The N 4 O donor set defines a coordination geometry close to square pyramidal. This is quantified by the value of τ = 0.12 which compares to the τ values of 0.0 and 1.0 for ideal square pyramidal and trigonal bipyramidal geometries, respectively (Addison et al., 1984) . The configuration is stabilized by an intramolecular N-H···O(oxido) and N-H···N(azido) hydrogen bonds, Table 2 . Globally, molecules stack in columns aligned along the a axis, Fig. 2 , without specific intermolecular interactions between them.
Experimental
A mixture of 2,2-dimethylpropylenediamine (0.234 g, 2.3 mmol) was added to a clear solution of Cu(NO 3 ) 2 .3H 2 O (0.50 g, 2.07 mmol) dissolved in methanol (25 ml), which immediately produced an intense-blue solution. The solution was then heated to boiling and a methanolic solution of 2-hydroxy-3-methoxybenzaldehyde (0.273 g, 1.8 mmol) was added drop-wise over 2 h under refluxing conditions. Reflux was continued for another 45 min. Then an excess sodium azide (0.5 g, 7.7 mmol) dissolved in water (2 ml) was added. 
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-0.99 Å, U iso (H) = 1.2-1.5U eq (C)] and were
included in the refinement in the riding model approximation. The amino H-atoms were located from a difference map and refined with N-H = 0.88±0.01 and with U iso (H) = 1.2U eq (N). Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Computing details

Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 70% probability level.
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Figure 2
A view in projection down the a axis of the unit-cell contents of (I). Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; correlations between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes. 
Di
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
